Obmecrso ¢ OrPAHHYEHHOH OTBETCTBEHHOCTEIO
Hayuno — npoussoacreennas $bupma «Hcenenoparensexnii HEeHTp»
Poccns, 630559, HoBocubupckas obsacrs, Hosocu6upckuii paiion,

p-n. Kosbnoso, HayIHO-NPON3BOACTBeHNAs 30Ha, Kopmyc 200, ouc 426
IMouToBkrii anpec: 630559, Hoocu6upckan o0nacre, p.m. Koanuogo, a/a 247
Tenedon / dpaxc: (383) 336-71-32, 336-52-65, 325-30-73 — OT/eJT IpoaaK,

(383) 336-52-72 — Oyxranrepus
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Ka‘{eCTBEHHOC y,[[OCTOBepeHHe
Ne 85 or 13 mrons 2021 .,
BAJ1 Betom 3/5r:Ne| ;mop.#1
- Buonoruyecku akTupnas AobaBka: Betom 3.
®opma Bhinycka: HIOpOUIOK, nakeT u3 JIAMHHHPOBAaHHOMN Gymaru, Macca HeTTO 5 .,
Homep cepun: 010721,
Oonem cepun, MpeaAbsiBIsieMoii Ha nucnbITanus: 15000 .
Mecto ot6opa: I[1d.
HAara ot6opa: 08.07.2021.
Hara nocrynaenns 8 MWJIBTK: 08.07.2021.
Konuuecreo nocrynnpumyx o6pasnoe: 50 maketos x 5 r.,
- Kem oTo6pana npota: nabopanT-MuKpoGHoor OB, Turtosa.
10. M3Bemenne or: 08.07.2021.
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Hanmenosanve nokasares Hopwma no HTJ[ Pesynbrar ucnsrranmii ]

n/m

1 Bremnuii pun MenkoancnepcHsiit nopouok 6ejoro CootsercTpyer
1BeTa

2 3amax, BKyc bes 3anaxa, cnankoro BKyca CootserctByer

3 Pacteopumocts, Mun Pactopuma B BozE, JomyckaeTcs Cootsercrayer
HallmIue ocazka 6enoro upera. Bpems
pacTBopenusa — 10,0 Mmuy

4 Bonopoausrii noxazatens 7,0+1,0 6,8

5 IToteps B Macce npu

BBICYIIUBaHKH, %, He Gonee 6,0 5,8
6 AHTarOHHCTHYECKAs AKTHBHOCTS K

TECT-KYIbTYpaM (30Ha yrHeTeHus
pocTa), MM, He MeHee

Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606: 5,0 5,0
Staphylococcus aureus - 209; 8,0 8.0
Candida albicans - 620 6,0 10,0
7 [MotiHHOCTE IMpenapar pomken CollepKaTh
mTaMMel 6akrepuii Bacillus CootBercTBYET
amyloliquefaciens BKITM B-10642
8 Mukpo6uonoruueckas 4HCTOTA,
HalHuue:
Enterobacteriaceae; He nonyckaercs CootBerctByer
Pseudomonas aeruginosa; He nonyckaercs CootsertcTByer
Staphylococcus aureus; He nonyckaercs CooteerctByeT
TIOCTOPOHHNX MUKPOOPraHH3MOB,
L B T.4. IpHOOB, THIC/T He Gonee 300,0 Cooteerctayer J

Hupextop
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